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STIC Biotechnology Systems Branch 



RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: \c>|5>Pc3~j Cg_^A 
Source: 1 TTl^P^ , 
Date Processed by STIC: <gyOl /^\q 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code ad dress for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http;//www.uspto.gov/ebc/efs/downIoads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 223 13-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 
U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building, 401 Dulany Street, 
Alexandria, VA 22314 

Revised 01/10/06 



Raw Sequence Listing Error Summary 



ERROR DETECTED 

ATTN: NEW RULES CASES: 

1 Wrapped Nucleics 

Wrapped Aminos 



SUGGESTED CORRECTION SERIAL NUMBER 

PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, 



BER: /C^ / Sw P D- 1 L>\ 
I, WHICH WERE INSERTED BY PTC 



PTO SOFTWARE 



The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 



Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 



Variable Length Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 



6 Patentln 2.0 

"bug" 



each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequences(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



7 Skipped Sequences Sequence(s) 

(OLD RULES) 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



8 Skipped Sequences Sequence(s) 

(NEW RULES) 



missing. If intentional, please insert the following lines for each skipped sequence. 



9 Use of n's or^ftJa's 

(NEWRfeh^ES) 

10 / yfnvalid <213> 
Response 

11 Use of<220> 



12 Patentln 2.0 

"bug" 



<210> sequence id number 
<400> sequence id number' 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <7H >respnnses ar e: U nknown, Artificial Sequence, nr 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequence(s) . 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> section. 
(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1 .823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



1 3 Misuse of n/Xaa "n" can only represent a single nucleotide : "Xaa" can only represent a single amino acid 
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RAW SEQUENCE LISTING DATE: 06/21/2006 

PATENT APPLICATION: US/10/582,621 TIME: 11:32:49 



Input Set : A:\ITR0053YP SEQLIST.TXT 
Output Set: N:\CRF4\06212006\J582621.raw 

4 <110> APPLICANT: Pallaoro, Michele 

5 Gallinari, Paola 

6 Altamura, Sergio 

7 Steinkuhler, Christian 

9 <120> TITLE OF INVENTION: METHOD FOR IDENTIFYING HISTONE 

10 DEACETYLASE INHIBITORS 

12 <130> FILE REFERENCE: ITR0053YP 
C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/582 , 621 
C--> 14 <141> CURRENT FILING DATE: 2006-06-12 

14 <150> PRIOR APPLICATION NUMBER: PCT/EP2004/01415 9 

15 <151> PRIOR FILING DATE: 2004-12-10 

17 <150> PRIOR APPLICATION NUMBER: 60/530,540 

18 <151> PRIOR FILING DATE: 2003-12-18 
2 0 <160> NUMBER OF SEQ ID NOS : 6 

22 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 214 
2 6 <212> TYPE: DNA 

27 <213> ORGANISM :(p21 minimal promoter V^V^ ^O*^ 

2 9 <400> SEQUENCE 

3 0 tgctggaact cggccaggct cagctggctc ggcgctgggc agccaggagc ctgggccccg 

31 gggagggcgg tcccgggcgg cgcggtgggc cgagcgcggg tcccgcctcc ttgaggcggg 

32 cccgggcggg gcggttgtat atcagggccg cgctgagctg cgccagctga ggtgtgagca 

33 gctgccgaag tcagttcctt gtggagccaa gctt 
35 <210> SEQ ID NO: 2 
3 6 <211> LENGTH: 3 7 

37 <212> TYPE: DNA 

38 <213> ORGANISM: Arfiticial Sequence 

40 <220> FEATURE: 

41 <223> OTHER INFORMATION: PCR forward primer 

43 <400> SEQUENCE: 2 

44 taacggaaga tcttgctgga actcggccag gctcagc 

46 <210> SEQ ID NO: 3 

47 <211> LENGTH: 44 

48 <212> TYPE: DNA 

49 <213> ORGANISM: Artificial Sequence 

51 <220> FEATURE: 

52 <223> OTHER INFORMATION: PCR reverse primer 

54 <400> SEQUENCE: 3 

55 actcggtggt accaagcttg gctccacaag gaactgactt cggc 

57 <210> SEQ ID NO: 4 

58 <211> LENGTH: 5499 

59 <212> TYPE: DNA 




37 



44 
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RAW SEQUENCE LISTING DATE: 06/21/2006 

PATENT APPLICATION: US/10/582,621 TIME: 11:32:50 

Input Set : A:\ITR0053YP SEQLIST.TXT 
Output Set: N:\CRF4\06212006\J582621.raw 

60 <213> ORGANISM: Artificial Sequence 

62 <220> FEATURE: 

63 <223> OTHER INFORMATION : Plasmid p21m-BLA 

65 <400> SEQUENCE: 4 

66 gacggatcgg gagatcttgc tggaactcgg ccaggctcag ctggctcggc gctgggcagc 60 

67 caggagcctg ggccccgggg agggcggtcc cgggcggcgc ggtgggccga gcgcgggtcc 12 0 

68 cgcctccttg aggcgggccc gggcggggcg gttgtatatc agggccgcgc tgagctgcgc 180 

69 cagctgaggt gtgagcagct gccgaagtca gttccttgtg gagccaagct tggtaccacc 240 

70 atggacccag aaacgctggt gaaagtaaaa gatgctgaag atcagttggg tgcacgagtg 3 00 

71 ggttacatcg aactggatct caacagcggt aagatccttg agagttttcg ccccgaagaa 360 

72 cgttttccaa tgatgagcac ttttaaagtt ctgctatgtg gcgcggtatt atcccgtatt 42 0 

73 gacgccgggc aagagcaact cggtcgccgc atacactatt ctcagaatga cttggttgag 480 

74 tactcaccag tcacagaaaa gcatcttacg gatggcatga cagtaagaga attatgcagt 540 

75 gctgccataa ccatgagtga taacactgcg gccaacttac ttctgacaac gatcggagga 600 

76 ccgaaggagc taaccgcttt tttgcacaac atgggggatc atgtaactcg ccttgatcgt 660 

77 tgggaaccgg agctgaatga agccatacca aacgacgagc gtgacaccac gatgcctgta 72 0 

78 gcaatggcaa caacgttgcg caaactatta actggcgaac tacttactct agcttcccgg 780 

79 caacaattaa tagactggat ggaggcggat aaagttgcag gaccacttct gcgctcggcc 840 

80 cttccggctg. gctggkttat tgctgataaa tctggasccg gtgagcgtgg gtctcgcggt 900 

81 atcattgcag cactggggcc agatggtaag ccctcccgta tcgtagttat ctacacgacg 960 

82 gggagtcagg caactatgga tgaacgaaat agacagatcg ctgagatagg tgcctcactg 1020 

83 attaagcatt ggtaatctag agggccctat tctatagtgt cacctaaatg ctagagctcg 1080 

84 ctgatcagcc tcgactgtgc cttctagttg ccagccatct gttgtttgcc cctcccccgt 1140 

85 gccttccttg accctggaag gtgccactcc cactgtcctt tcctaataaa atgaggaaat 12 00 

86 tgcatcgcat tgtctgagta ggtgtcattc tattctgggg ggtggggtgg ggcaggacag 1260 

87 caagggggag gattgggaag acaatagcag gcatgctggg gatgcggtgg gctctatggc 1320 

88 ttctgaggcg gaaagaacca gctggggctc tagggggtat ccccacgcgc cctgtagcgg 1380 

89 cgcattaagc gcggcgggtg tggtggttac gcgcagcgtg accgctacac ttgccagcgc 1440 

90 cctagcgccc gctcctttcg ctttcttccc ttcctttctc gccacgttcg ccggctttcc 1500 

91 ccgtcaagct ctaaatcggg gcatcccttt agggttccga tttagtgctt tacggcacct 1560 

92 cgaccccaaa aaacttgatt agggtgatgg ttcacgtagt gggccatcgc cctgatagac 1620 

93 ggtttttcgc cctttgacgt tggagtccac gttctttaat agtggactct tgttccaaac 1680 

94 tggaacaaca ctcaacccta tctcggtcta ttcttttgat ttataaggga ttttggggat 1740 

95 ttcggcctat tggttaaaaa atgagctgat ttaacaaaaa tttaacgcga attaattctg 1800 

96 tggaatgtgt gtcagttagg gtgtggaaag tccccaggct ccccaggcag gcagaagtat 1860 

97 gcaaagcatg catctcaatt agtcagcaac caggtgtgga aagtccccag gctccccagc 192 0 

98 aggcagaagt atgcaaagca tgcatctcaa ttagtcagca accatagtcc cgcccctaac 1980 

99 tccgcccatc ccgcccctaa ctccgcccag ttccgcccat tctccgcccc atggctgact 2040 

100 aatttttttt atttatgcag aggccgaggc cgcctctgcc tctgagctat tccagaagta 2100 

101 gtgaggaggc ttttttggag gcctaggctt ttgcaaaaag ctcccgggag cttgtatatc 2160 

102 cattttcgga tctgatcaag agacaggatg aggatcgttt cgcatgattg aacaagatgg 222 0 

103 attgcacgca ggttctccgg ccgcttgggt ggagaggcta ttcggctatg actgggcaca 2280 

104 acagacaatc ggctgctctg atgccgccgt gttccggctg tcagcgcagg ggcgcccggt 2340 

105 tctttttgtc aagaccgacc tgtccggtgc cctgaatgaa ctgcaggacg aggcagcgcg 2400 

106 gctatcgtgg ctggccacga cgggcgttcc ttgcgcagct gtgctcgacg ttgtcactga 2460 

107 agcgggaagg gactggctgc tattgggcga agtgccgggg caggatctcc tgtcatctca 2520 

108 ccttgctcct gccgagaaag tatccatcat ggctgatgca atgcggcggc tgcatacgct 2580 

109 tgatccggct acctgcccat tcgaccacca agcgaaacat cgcatcgagc gagcacgtac 2640 

110 tcggatggaa gccggtcttg tcgatcagga tgatctggac gaagagcatc aggggctcgc 2700 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/582,621 



DATE: 06/21/2006 
TIME: 11:32:50 



Input Set : A:\ITR0053YP SEQLIST.TXT 
Output Set: N:\CRF4\06212006\J582621.raw 



111 gccagccgaa ctgttcgcca ggctcaaggc gcgcatgccc gacggcgagg atctcgtcgt 2760 

112 gacccatggc gatgcctgct tgccgaatat catggtggaa aatggccgct tttctggatt 2820 

113 catcgactgt ggccggctgg gtgtggcgga ccgctatcag gacatagcgt tggctacccg 2880 

114 tgatattgct gaagagcttg gcggcgaatg ggctgaccgc ttcctcgtgc tttacggtat 2 940 

115 cgccgctccc gattcgcagc gcatcgcctt ctatcgcctt cttgacgagt tcttctgagc 3 000 

116 gggactctgg ggttcgaaat gaccgaccaa gcgacgccca acctgccatc acgagatttc 3060 

117 gattccaccg ccgccttcta tgaaaggttg ggcttcggaa tcgttttccg ggacgccggc 312 0 

118 tggatgatcc tccagcgcgg ggatctcatg ctggagttct tcgcccaccc caacttgttt 3180 

119 attgcagctt ataatggtta caaataaagc aatagcatca caaatttcac aaataaagca 3240 

120 tttttttcac tgcattctag ttgtggtttg tccaaactca tcaatgtatc ttatcatgtc 3300 

121 tgtataccgt cgacctctag ctagagcttg gcgtaatcat ggtcatagct gtttcctgtg 3360 

122 tgaaattgtt atccgctcac aattccacac aacatacgag ccggaagcat aaagtgtaaa 342 0 

123 gcctggggtg cctaatgagt gagctaactc acattaattg cgttgcgctc actgcccgct 3480 

124 ttccagtcgg gaaacctgtc gtgccagctg cattaatgaa tcggccaacg cgcggggaga 3540 

125 ggcggtttgc gtattgggcg ctcttccgct tcctcgctca ctgactcgct gcgctcggtc 3600 

126 gttcggctgc ggcgagcggt atcagctcac tcaaaggcgg taatacggtt atccacagaa 3660 

127 tcaggggata acgcaggaaa gaacatgtga gcaaaaggcc agcaaaaggc caggaaccgt 372 0 

128 aaaaaggccg cgttgctggc gtttttccat aggctccgcc cccctgacga gcatcacaaa 3780 
12 9 aatcgacgct caagtcagag gtggcgaaac ccgacaggac tataaagata ccaggcgttt 3 840 

130 ccccctggaa gctccctcgt gcgctctcct gttccgaccc tgccgcttac cggatacctg 3 900 

131 tccgcctttc tcccttcggg aagcgtggcg ctttctcaat gctcacgctg taggtatctc 3960 

132 agttcggtgt aggtcgttcg ctccaagctg ggctgtgtgc acgaaccccc cgttcagccc 4020 

133 gaccgctgcg ccttatccgg taactatcgt cttgagtcca acccggtaag acacgactta 4080 

134 tcgccactgg cagcagccac tggtaacagg attagcagag cgaggtatgt aggcggtgct 4140 

135 acagagttct tgaagtggtg gcctaactac ggctacacta gaaggacagt atttggtatc 4200 

136 tgcgctctgc tgaagccagt taccttcgga aaaagagttg gtagctcttg atccggcaaa 4260 

137 caaaccaccg ctggtagcgg tggttttttt gtttgcaagc agcagattac gcgcagaaaa 432 0 

138 aaaggatctc aagaagatcc tttgatcttt tctacggggt ctgacgctca gtggaacgaa 4380 

139 aactcacgtt aagggatttt ggtcatgaga ttatcaaaaa ggatcttcac ctagatcctt 4440 

140 ttaaattaaa aatgaagttt taaatcaatc taaagtatat atgagtaaac ttggtctgac 4500 

141 agttaccaat gcttaatcag tgaggcacct atctcagcga tctgtctatt tcgttcatcc 4560 

142 atagttgcct gactccccgt cgtgtagata actacgatac gggagggctt accatctggc 4620 

143 cccagtgctg caatgatacc gcgagaccca cgctcaccgg ctccagattt atcagcaata 4680 

144 aaccagccag ccggaagggc cgagcgcaga agtggtcctg caactttatc cgcctccatc 4740 

145 cagtctatta attgttgccg ggaagctaga gtaagtagtt cgccagttaa tagtttgcgc 4800 

146 aacgttgttg ccattgctac aggcatcgtg gtgtcacgct cgtcgtttgg tatggcttca 4860 

147 ttcagctccg gttcccaacg atcaaggcga gttacatgat cccccatgtt gtgcaaaaaa 4920 

148 gcggttagct ccttcggtcc tccgatcgtt gtcagaagta agttggccgc agtgttatca 4980 

149 ctcatggtta tggcagcact gcataattct cttactgtca tgccatccgt aagatgcttt 5040 

150 tctgtgactg gtgagtactc aaccaagtca ttctgagaat agtgtatgcg gcgaccgagt 5100 

151 tgctcttgcc cggcgtcaat acgggataat accgcgccac atagcagaac tttaaaagtg 5160 

152 ctcatcattg gaaaacgttc ttcggggcga aaactctcaa ggatcttacc gctgttgaga 5220 

153 tccagttcga tgtaacccac tcgtgcaccc aactgatctt cagcatcttt tactttcacc 5280 

154 agcgtttctg ggtgagcaaa aacaggaagg caaaatgccg caaaaaaggg aataagggcg 5340 

155 acacggaaat gttgaatact catactcttc ctttttcaat attattgaag catttatcag 5400 

156 ggttattgtc tcatgagcgg atacatattt gaatgtattt agaaaaataa acaaataggg 5460 

157 gttccgcgca catttccccg aaaagtgcca cctgacgtc 5499 

159 <210> SEQ ID NO: 5 

160 <211> LENGTH: 24 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/582 , 621 



DATE: 06/21/2006 
TIME: 11:32:50 



Input Set : A:\ITR0053YP SEQLIST.TXT 
Output Set: N:\CRF4\06212006\J582621.raw 



161 <212> TYPE: DNA 

162 <213> ORGANISM: Artificial Sequence 

164 <220> FEATURE: 

165 <223> OTHER INFORMATION: PCR forward primer 

167 <400> SEQUENCE: 5 

168 cgcgcacatt tccccgaaaa gtgc 24 

170 <210> SEQ ID NO: 6 

171 <211> LENGTH: 27 

172 <212> TYPE: DNA 

173 <213> ORGANISM: Artificial Sequence 

175 <220> FEATURE: 

176 <223> OTHER INFORMATION: PCR reverse primer 

178 <400> SEQUENCE: 6 

179 gcatttaggt gacactatag aataggg 27 
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VERIFICATION SUMMARY DATE: 06/21/2006 

PATENT APPLICATION: US/10/582,621 TIME: 11:32:51 

Input Set : A:\ITR0053YP SEQLIST.TXT 
Output Set: N:\CRF4\06212006\J582621.raw 

L:14 M:270 C: Current Application Number differs, Replaced Current Application No 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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